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<400> 2 

cgatactata aattcatgca tcaggatagg caaggagtgg caaggaattt actatgccaa 60 
aaagaaaaac ggagataata tacaacaaaa tgtgaagata atacctgtca ttggacaggg 120 
aggaaaaatt agacactatg tgtccattat cagagtgtgc aatggcaaca ataaggctga 180 
gaaaatatcc gaatgtgttc agtctgacac tcatacagat aatcagacag gcaaacataa 240 
agacaggaga aaaggctcac tagacgtcaa agctgttgcc tcccgtgcaa ctgaagtttc 3 00 
cagccagaga cgacactctt ccatggcccg gatacattcc atgacaattg aggcgcccat 3 60 
caccaaggta atcaatatta tcaatgctgc ccaggaaagt agtcccatgc ctgtgacaga 420 
agccctagac cgtgtgctgg aaattctaag aaccactgag ttatattcac cacagtttgg 480 
tgctaaagat gatgatcccc atgccaatga ccttgttggg ggcttaatgt ctgatggttt 540 
gcgaagacta tcagggaatg aatatgttct ttcaacaaaa aacactcaaa tggtttcaag 600 
caatataatc actcccatct cccttgatga tgtcccacca cggatagctc gggccatgga 660 
aaatgaggaa tactgggact ttgatatttt tgaactggag gttgccaccc acaataggcc 720 
tttgatttat cttggtctca aaatgtttgc tcgctttgga atctgtgaat tcttacactg 780 
ctccgagtca acgctaagat catggttaca aattatcgaa gccaattatc attcctccaa 840 
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<211> 3396 

<212> DNA 

<213> Homo sapiens 

<220> 
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<223> Incyte ID No: 
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tctgctggat 

ctgctccagc 

gtattcactg 

atacagtatg 

gggaaggagt 

aattcatgca 

ggagataata 

agacactatg 

gaatgtgttc 

aaaggctcac 

cgacactctt 

atcaatgtta 

cgtgtgctgg 

gatgatcccc 

tcagggaatg 

actcccatct 

tactgggact 

cttggtctca 

acgctaagat 

aattctacac 

ataaaggaaa 

gatgtggatc 

attttgtaca 

accactggag 

ctgcgccagg 

gtcaacaaat 

actgataaaa 

atcaaacgaa 

tgcatcgagt 

cagcagggct 

tcccaaatct 

gtagacctgc 

gacgaaatga 

gccctgaagc 

tcctttcagt 

catcagtaac 

tgtagcctgg 

cagtttctgg 

gccagtgaca 

cggctaatgg 

cttgggaaca 

aatttgaact 

tattttctat 

atttacatga 

aattaataaa 

gattgaggct 

actgtataga 

tccccaaggt 



tcctggacaa 
cagaggcact 
gtgtagtacg 
ttacaaggag 
tggagtttgg 
cattagaaaa 
caaatcctgc 
taggagaagt 
tcaggatagg 
tacaacaaaa 
tgtccattat 
agtctgacac 
tagacgtcaa 
ccatggcccg 
tcaatgctgc 
aaattctaag 
atgccaatga 
aatatgttct 
cccttgatga 
ttgatatttt 
aaatgtttgc 
catggttaca 
attctgctga 
ctttagatcc 
accctgggag 
atgacactgc 
atgataaatg 
ggattatcga 
ttgtcaacag 
accaggaagt 
tgctgattaa 
gggctgcacg 
tacctgtggt 
ctttcattga 
ctgatttaat 
agctgcggaa 
tttgttcctt 
actaggcaga 
cttctgcagc 
gcctgctgca 
taaaacacaa 
gagcatgtct 
caataggatc 
ctactgagag 
tgattattaa 
gaattcaaaa 
ttcatattca 
atgacacttt 
aactggaaaa 
acccagggct 
aaaactagac 



acatcatgac 
gtgcaggtct 
cagggtggat 
gtatgtagaa 
agaggtgcga 
cagtgaagat 
atttgaaaca 
gcctataaat 
caaggagtgg 
tgtgaagata 
cagagtgtgc 
tcgtacagat 
agctgttgcc 
gatacattcc 
ccaggaaagt 
aaccactgag 
ccttgttggg 
ttcaacaaaa 
tgtcccacca 
tgaactggag 
tcgctttgga 
aattatcgaa 
tgtgcttcat 
aattgatgag 
aaccaactcc 
tgtgctggag 
caatatattt 
catggtctta 
catcaacaaa 
gataaacact 
atgtgctgat 
catttcggaa 
gatgccagtg 
ttacttcatc 
gcagcatctt 
cctccgacca 
cggtcatttg 
acagcccccg 
caccatccaa 
ggagctcttc 
ggtctggagt 
attgcaaaca 
tttagcaact 
tgacttctct 
tatcaattaa 
atacttcaga 
ttatgcatta 
tactgcacta 
agctggggtc 
ctgaaacagc 
tctcttgttg 



attatcatca 
atcagatcat 
agagaagagt 
aaccccaaca 
tcacaactga 
gcaattgaaa 
acaatgggct 
gaaaaaaagg 
caaggaattt 
atacctgtca 
aatggcaaca 
aatcagacag 
tcccgtgcaa 
atgacaattg 
agtcccatgc 
ttatattcac 
ggcttaatgt 
aacactcaaa 
cggatagctc 
gctgccaccc 
atctgtgaat 
gccaattatc 
gccactgcct 
gtcgctgcac 
ttcctgtgta 
agccaccatg 
aaaaacatgg 
gccacagaaa 
cccttggcaa 
atgcttagga 
gtgtccaatc 
gaatattttt 
tttgacagaa 
acagacatgt 
gacaacaact 
cctcctgaat 
gaattcctga 
atctgcatag 
tgccattact 
agaaaggcac 
gcccctgcaa 
attctctcag 
ttttcacatc 
tttaaaattg 
aatgttttat 
gccaaagcca 
cttggtatac 
tagaaatatt 
gtattctaag 
tctagccgcc 
gttcgcaaag 



tagaccacag 
caaaactctc 
tgtccgtaat 
tcatggcctg 
aactcagggc 
ttacaagcga 
atcagtcagg 
ctgacttgct 
actatgccaa 
ttggacaggg 
ataaggctga 
gcaaacataa 
ctgaagtttc 
aggcgcccat 
ctgtgacaga 
cacagtttgg 
ctgatggttt 
tggtttcaag 
gggccatgga 
acaataggcc 
tcttacactg 
attcctccaa 
attttctctc 
tcatcgcagc 
atgctggaag 
cggccttggc 
agaggaatga 
tgacaaagca 
cactagaaga 
ctccagagaa 
cctgccgacc 
ctcagactga 
atacctgcag 
ttgatgcttg 
ttaaatactg 
agtgggagac 
gggcagccag 
cctgtgaaag 
gtcaagtgag 
atgaggacca 
agggtattga 
ttacgttcag 
atagaaggtg 
agtagcagat 
ttattttatt 
acttcaaata 
agacttattt 
catgtatgtt 
tgctaaagaa 
taatgcactt 
aaaagttagg 



aaatcctcga 
agaaaacaca 
gcctttcatt 
ctacaatgaa 
ttgtaactca 
agaccgtttt 
tgaattaata 
cgatactata 
aaagaaaaac 
aggaaaaatt 
gaaaatatcc 
agacaggaga 
cagccagaga 
caccaaggta 
agccctagac 
tgctaaagat 
gcgaagacta 
caatataatc 
aaatgaggaa 
tttgatttat 
ctccgagtca 
tccctaccac 
caaggagagg 
caccattcat 
tgagctggcc 
cttccagctg 
ttatcggaca 
ctttgagcat 
aaatggggaa 
ccggacccta 
cctgcagtac 
tgaagagaag 
catccccaaa 
ggatgccttt 
gaaaggactg 
accacccaga 
agctccttgg 
cccacgggga 
acttggccac 
cggtttgcct 
tggacttcct 
cacttaagaa 
caatcgctca 
gaaaaattaa 
aaaagctcaa 
ccgtgaccaa 
tcataatgca 
aaacttttct 
ggctgcttct 
cacaggtaac 
acttaacact 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 
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PF-0057-4 CON 



tttttctaaa 
aaaatattcc 
aaccaacctg 
tgtatcttca 
tatttgtcat 
aaaccatttc 



attttataat 
ttataaaaac 
tttttatcta 
caccttgaat 
ttcattttaa 
tttttaagaa 



tcaatttcca 
aaagaacaaa 
cggtgggaat 
aagcataata 
actcgtattt 
aaaaaaaaaa 



aaagtctact 
aattgaatat 
ctttgatgcc 
ccataaaaaa 
gtggtttttt 
aaaaaa 



ctattttata 
ttaatgaatt 
agaaatttat 
tgacacttga 
tcccagataa 



ctgtttctac 3120 
gacattttat 3180 
aaagaggttc 3240 
catgtcaatg 3300 
aaatgaaatt 33 60 
3396 



<210> 7 

<211> 718 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<223> Incyte ID No: 



464655 



<400> 7 




























Ala 


Leu 


Glu 


Cys 


Phe 


Leu 


Asp 


Lys 


His 


His 


Glu 


He 


He 


Val 


He 


1 








5 










10 










15 


Asp 


His 


Arg 


Gin 


Thr 
20 


Gin 


Asn 


Phe 


Asp 


Ala 
25 


Glu 


Ala 


Val 


Cys 


Arg 
30 


Ser 


He 


Arg 


Ala 


Thr 
35 


Asn 


Pro 


Ser 


Glu 


His 
40 


Thr 


Val 


He 


Leu 


Ala 
45 


Val 


Val 


Ser 


Arg 


Val 
50 


Ser 


Asp 


Asp 


His 


Glu 
55 


Glu 


Ala 


Ser 


Val 


Leu 
60 


Pro 


Leu 


Leu 


His 


Ala 
65 


Gly 


Phe 


Asn 


Arg 


Arg 
70 


Phe 


Met 


Glu 


Asn 


Ser 
75 


Ser 


He 


He 


Ala 


Cys 
80 


Tyr 


Asn 


Glu 


Leu 


He 
85 


Gin 


He 


Glu 


His 


Glv 
90 


Glu 


Val 


Arg 


Ser 


Gin 
95 


Phe 


Lys 


Leu 


Arg 


Ala 
100 


Cys 


Asn 


Ser 


Val 


Phe 
105 


Thr 


Ala 


Leu 


Asp 


His 
110 


Cys 


His 


Glu 


Ala 


He 
115 


Glu 


He 


Thr 


Ser 


Asp 
120 


Asp 


His 


Val 


He 


Gin 
125 


Tyr 


Val 


Asn 


Pro 


Ala 
130 


Phe 


Glu 


Arcr 


Met 


Met 
135 


Gly 


Tyr 


His 


Lys 


Gly 
140 


Glu 


Leu 


Leu 


Gly 


Lys 
145 


Glu 


Leu 


Ala 


Asp 


Leu 
150 


Pro 


Lys 


Ser 


Asp 


Lys 
155 


Asn 


Arg 


Ala 


Asp 


Leu 
160 


Leu 


Asp 


Thr 


He 


Asn 
165 


Thr 


Cys 


He 


Lys 


Lys 
170 


Gly 


Lys 


Glu 


Trp 


Gin 
175 


Gly 


Val 


Tyr 


Tyr 


Ala 
180 


Arg 


Arg 


Lys 


Ser 


Gly 
185 


Asp 


Ser 


He 


Gin 


Gin 
190 


His 


Val 


Lys 


He 


Thr 
195 


Pro 


Val 


He 


Gly 


Gin 
200 


Gly 


Gly 


Lys 


He 


Arg 
205 


His 


Phe 


Val 


Ser 


Leu 
210 


Lys 


Lys 


Leu 


Cys 


Cys 
215 


Thr 


Thr 


Asp 


Asn 


Asn 
220 


Lys 


Gin 


He 


His 


Lys 
225 


He 


His 


Arg 


Asp 


Ser 
230 


Gly 


Asp 


Asn 


Ser 


Gin 
235 


Thr 


Glu 


Pro 


His 


Ser 
240 


Phe 


Arg 


Tyr 


Lys 


Asn 
245 


Arg 


Arg 


Lys 


Glu 


Ser 
250 


He 


Asp 


Val 


Lys 


Ser 
255 


He 


Ser 


Ser 


Arg 


Gly 
260 


Ser 


Asp 


Ala 


Pro 


Ser 
265 


Leu 


Gin 


Asn 


Arg 


Arg 
270 


Tyr 


Pro 


Ser 


Met 


Ala 
275 


Arg 


He 


His 


Ser 


Met 
280 


Thr 


He 


Glu 


Ala 


Pro 
285 


He 


Thr 


Lys 


Val 


He 
290 


Asn 


He 


He 


Asn 


Ala 
295 


Ala 


Gin 


Glu 


Asn 


Ser 
300 


Pro 


Val 


Thr 


Val 


Ala 
305 


Glu 


Ala 


Leu 


Asp 


Arg 
310 


Val 


Leu 


Glu 


He 


Leu 
315 


Arg 


Thr 


Thr 


Glu 


Leu 


Tyr 


Ser 


Pro 


Gin 


Leu 


Gly 


Thr 


Lys 


Asp 


Glu 
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PF-0057-4 CON 



320 



Asp 


Pro 


His 


Thr 


Ser 
335 


Asp 


Leu 


Val 


Leu 


Arg 


Arg 


Leu 


Ser 


Gly Asn 


Glu 










350 








His 


Gin 


Ser 


His 


Ser 
365 


His 


Leu 


Ala 


Val 


Pro 


Pro 


Cys 


He 
380 


Ser 


Gin 


Leu 


Asp 


Phe 


Asn 


He 


Phe 
395 


Glu 


Leu 


Glu 


Leu 


Val 


Tyr 


Leu 


Gly 
410 


Leu 


Lys 


Val 


Glu 


Phe 


Leu 


Asn 


Cys 
425 


Ser 


Glu 


Thr 


Val 


He 


Glu 


Ala 


Asn 
440 


Tvr 


His 


Ser 


Thr 


His 


Ala 


Ala 


Asp 
455 


Val 


Leu 


His 


Lys 


Glu 


Arg 


Val 


Lys 
470 


Glv 


Ser 


Leu 


Ala 


Leu 


He 


Ala 


Ala 
485 


Thr 


Val 


His 


Thr 


Asn 


Ser 


Phe 


Leu 
500 


Cys 


Asn 


Ala 


Tyr 


Asn 


Asp 


Thr 


Ala 
515 


Val 


Leu 


Glu 


Phe 


Gin 


Leu 


Thr 


Val 
530 


Lys 


Asp 


Thr 


He 


Asp 


Arg 


Asn 


His 
545 


j. yi 


Arg 


Thr 


Met 


Val 


Leu 


Ala 


Thr 
560 


Glu 


Met 


Thr 


Lys 


Phe 


Val 


Asn 


Ser 
575 


He 


Asn 


Lys 


Gly 


Ser 


Asp 


Cys 


Glu 
590 


Cys 


Asn 


Pro 


Asn 


Gin 


He 


Leu 


He 
605 


Lys 


Arrr 


Met 


Ala 


Asn 


Pro 


Cys 


Arg 
620 


Pro 


Leu 


Asp 


Arg 


He 


Ser 


Glu 


Glu 
635 


Tyr 


Phe 


Ala 


Gin 


Gly 


Leu 


Pro 


Val 
650 


Val 


Met 


Pro 


Ser 


He 


Pro 


Lys 


Ser 
665 


Gin 


He 


Ser 


Asp 


Met 


Phe 


Asp 


Ala 
680 


Trp 


Asp 


Ala 


Met 


Gin 


His 


Leu 


Ala 
695 


Asp 


Asn 


Tyr 


Asp 


Leu 


Lys 


Cys 


Lys 


Ser 


Leu 


Arg 



710 

<210> 8 

<211> 2657 

<212> DNA 

<213> Homo sapiens 

<220> 





325 










330 


Glv 


Glv 
340 


Leu 


Met 


Thr 


Asp 


Gly 
345 


Tvr 


Val 
355 


Phe 


Thr 


Lys 


Asn 


Val 
360 


Met 


Pro 
370 


He 


Thr 


He 


Asn 


Aso 
375 


Leu 


Asp 
385 


Asn 


Glu 


Glu 


Ser 


Trr> 
390 


Ala 


He 
400 


Thr 


His 


Lys 


Arg 


Pro 
405 


Phe 


Ser 
415 


Arg 


Phe 


Glv 


Val 


Cys 
420 


Thr 


Leu 
430 


Arg 


Ala 




Phe 


Gin 
435 


Ser 


Asn 
445 


Ala 


Tvr 


His 


Asn 


Ser 
450 


Ala 


Thr 
460 


Ala 


Phe 


Phe 


Leu 


Glv 
465 


Asp 


Gin 
475 


Leu 


Asp 


Glu 


Val 


Ala 
480 


Asp 


Val 
490 


Asp 


His 


Pro 


Glv 


Arg 
495 


Glv 


Ser 
505 


Glu 


Leu 


Ala 


Val 


Leu 
510 


Ser 


His 
520 


His 


Thr 


Ala 


Leu 


Ala 
525 


Lys 


Cys 
535 


Asn 


He 


Phe 


Lys 


Asn 
540 


Leu 


Arg 
550 


Gin 


Ala 


He 


He 


Asp 
555 


Lys 


His 
565 


Phe 


Glu 


His 


Val 


Asn 
570 


Pro 


Met 
580 


Ala 


Ala 


Glu 


He 


Glu 
585 


Ala 


Gly 
595 


Lys 


Asn 


Phe 


Pro 


Glu 
600 


Met 


He 
610 


Lys 


Cys 


Ala 


Asp 


Val 
615 


Leu 


Cys 
625 


He 


Glu 


±J -hf 


Ala 


Glv 
630 


Gin 


Thr 
640 


Asp 


Glu 


Glu 


Lys 


Arg 
645 


Val 


Phe 
655 


Asp 


Arrr 


Asn 


Thr 


Cvs 
660 


Phe 


He 
670 


Asp 


Tyr 


Phe 


He 


Thr 
675 


Phe 


Ala 
685 


His 


Leu 


Pro 


Ala 


Leu 
690 


Lys 


His 
700 


Trp 


Lys 


Thr 


Leu 


Asp 
705 


Leu 


Pro 
715 


Ser 


Asp 


Ser 







8 
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<221> misc_feature 

<223> Incyte ID No: 464655 



<400> 8 

gcccttgaat 

cagaacttcg 

acggtgatcc 

cctcttctcc 

tataatgaac 

tgtaattcag 

gaccacgtga 

gagctcctgg 

ctcgacacca 

agacggaaat 

ggagggaaaa 

aagcagattc 

ttcagatata 

agtgatgcac 

accatcgagg 

ccagtcacag 

tactcccctc 

ctgatgactg 

caccagagtc 

tctcaattac 

acgcataaaa 

gagtttttaa 

taccactctt 

gctttctttc 

gccctcattg 

tgcaatgcag 

cacaccgccc 

attgacagga 

gagatgacaa 

gcagctgaga 

aaccaaatcc 

cccttggacc 

gatgaagaga 

agcatcccca 

tgggatgcct 

tggaagacac 

caagccacag 

gagaggcctt 

ttgaccttga 

aaaatatatg 

ctgctgtcat 

cacaggaagc 

tagctagtga 

tttcctcaag 

aaaaaaaaaa 



gctttcttga 
atgcagaagc 
tcgcagtggt 
acgcaggctt 
tgattcaaat 
tgtttacagc 
ttcagtatgt 
gaaaagaact 
tcaatacatg 
ccggggacag 
ttaggcattt 
acaagattca 
agaacaggag 
caagcctgca 
ctcccatcac 
tagcggaagc 
agctgggtac 
acggcttgag 
acagtcacct 
ttgataatga 
ggccattggt 
actgttctga 
ccaatgccta 
ttggaaagga 
ctgccacagt 
gcagtgagct 
tggccttcca 
accattatcg 
aacactttga 
ttgaaggcag 
tgatcaaacg 
tgtgcattga 
agagacaggg 
agtctcagat 
ttgcacatct 
tagatgacct 
agggggcctc 
cctttctaat 
atcattcaag 
ttcttttgaa 
cctgtgtacc 
aaagccttgg 
tcagctcatc 
aacatcgatc 
aaaaaaa 



taagcatcat 
agtgtgcagg 
ttcgcgagta 
caacaggaga 
agaacatggg 
attagatcac 
caacccagcc 
cgctgatctg 
catcaagaag 
catccaacag 
tgtctcgctc 
tcgtgattca 
gaaagagtcc 
gaatcgtcgc 
aaaggttata 
cttggacaga 
caaagatgaa 
aagactgtca 
tgcaatgcca 
ggagagttgg 
ttatctgggc 
aaccactctt 
ccacaactcc 
aagagtaaag 
ccatgacgtg 
tgctgtgctt 
gctcacggtc 
aacgctgcgc 
acatgtgaat 
cgactgtgaa 
catgatgatt 
atgggctggg 
actacctgtg 
ctctttcatt 
gccagccctg 
aaagtgcaaa 
ttgaccgaca 
gacaatgaca 
tccccaaatt 
tacttaatga 
cttgtcaatc 
tgcctgtgag 
ctttaccata 
tgaaggattc 



gaaattattg 
tcgatccggg 
tcggatgacc 
tttatggaga 
gaagttcgct 
tgtcatgaag 
ttcgaaagga 
cccaaaagcg 
ggaaaggagt 
cacgtgaaga 
aagaaactgt 
ggagacaatt 
attgacgtga 
tatccgtcca 
aatataatca 
gttctagaga 
gatccccaca 
ggaaacgagt 
ataaccatca 
gacttcaaca 
ttaaaggtct 
cgggcctggt 
acccatgctg 
ggaagcctcg 
gatcacccgg 
tacaatgaca 
aaggacacca 
caggctatta 
aagtttgtga 
tgcaaccctg 
aagtgtgctg 
aggatctctg 
gtgatgccag 
gactacttca 
atgcaacatt 
agtttgaggc 
aaggacactg 
ggtattggtg 
tcattcttag 
cagaacaaat 
catggagctg 
ctcatctccc 
aaagtcatca 
ataaggagct 



taattgatca 
ccacaaatcc 
atgaagaggc 
atagcagcat 
cccagttcaa 
ccatagaaat 
tgatgggcta 
ataagaaccg 
ggcagggggt 
tcaccccagt 
gttgtaccac 
ctcagacaga 
aatcgatatc 
tggcgaggat 
atgcagccca 
ttttacggac 
ccagtgatct 
atgtgtttac 
atgatgttcc 
tctttgaatt 
tctctcggtt 
tccaagtgat 
ccgacgtcct 
atcagttgga 
gaaggaccaa 
ctgctgttct 
aatgcaacat 
ttgacatggt 
acagcatcaa 
ctgggaagaa 
acgtggccaa 
aggagtattt 
tgtttgaccg 
taacagacat 
tggctgacaa 
ttccatctga 
tgaatcacag 
aaggagctaa 
aaagttatgt 
acttggcaaa 
gttcactgta 
aggatggtga 
ttgctgttta 
tatctgaaca 



tagacaaact 
ctccgagcac 
gtcagtcctt 
aattgcttgc 
attacgggcc 
aacaagcgat 
ccacaaaggt 
ggcagacctt 
ttactatgcc 
gattggccaa 
tgacaataat 
gcctcattca 
atctcgaggc 
ccactccatg 
agaaaacagc 
cacagaactg 
tgttggaggc 
taagaatgtg 
cccttgtatc 
ggaagccatt 
tggagtatgt 
cgaagccaac 
gcacgccacc 
tgaggtggca 
ctctttcctc 
ggagagtcac 
tttcaagaat 
tttggcaaca 
caagccaatg 
cttccctgaa 
cccatgccgc 
tgcacagact 
gaatacctgt 
gtttgatgct 
ctacaaacac 
cagctaaagc 
tagcgtaaac 
tgtttaatat 
tccatgaaga 
ctcctttgct 
actagcaggc 
ctaagtagct 
gcttgactgt 
gatttatcta 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2657 



<210> 9 
<211> 610 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> GenBank ID No: gl705952 



<400> 9 



9 



PF-0057-4 CON 



jTieL 


Pro 


Leu 


val 


Asp 


1 








5 


Levi 


Val 


Giy 


Trp 


Trp 
20 


Leu 


Thr 


His 


Leu 


Ser 
35 


blU 


Tyr 


lie 


Ser 


Asn 
50 


lie 


Pro 


Ser 


Pro 


Thr 
65 


Pro 


Ser 


Val 


Leu 


Arg 
80 


Leu 


Lys 


Lys 


Leu 


Val 
95 


Arg 


Phe 


Gly 


Val 


Lys 
110 


Leu 


Glu 


Asn 


Leu 
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